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model_update date: TIMESTAMP
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msms_search
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protein_pi: REAL
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[ia: BIGINT [PK]) | id: BIGINT [PK] b~ — — ———— s query id: BIGINT [FK] [ —————>- | | L — precursor_intensity: REAL | ;F Y vEvp——— |
name: VARCHAR(100) | | : . s best child_id BIGINT [FK] PP~~~ — Imi - precursor_charge: INTEGER name: VARCHAR(100) [AK ] |
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— — \ modification_timestamp: TIMESTAMP P _1a:
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| | | | sequence_count: INTEGER |y T % - |11l | | |
| | lresult_summary_id: BIGINT [ FK] | peptide_count: INTEGER | | |
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